% eha Sf(PM)

Phenotypic precision
approach improves
outcomes In patients
with very high risk acute
lymphoblastic leukaemia |

Jasmeet Sidhu
25.09.24



AfTiliations

Tata Translational Cancer Research Centre
Tata Medical Center

Kolkata

India

Disclosures

None

2 Phenotypic precision approach improves outcomes in patients with very high risk acute lymphoblastic leukaemia % e h a Sf(PM)



High throughput screening for single and combination of drugs
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Alternate sensitive synergistic compounds identiftied for
retractory patients
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DRP informed therapy significantly improves MRD response and
event free survival
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