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Identifying MRD-markers for MDS/AML 
and AML-MR patients
₋ Identifying MRD-markers for MDS/AML and AML-MR patients can be 

problematic
₋ Previously acquired somatic variants
₋ Aberrant immunophenotypes of cells due to myelodysplasia
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Single-cell multi-omics for MRD in AML

₋ What if we could combine 
immunophenotyping and 
sequencing on a single-
cell level?
₋ Distinguish between MDS- and 

AML-associated variants
₋ Identification of MRD-marker
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Patients & workflow
Inclusion criteria
• MDS/AML or AML-MR

1

• Available bone marrow biopsy 
material from diagnosis (Dx) 
sample and first follow-up 
sample (MRD)

• Orthogonal data: NGS, MFC
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Methods
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Conclusion based on preliminary results
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• Remaining samples are to be analyzed!
• Preliminary results indicate:

• The scMRD-method (MissionBio) can distinguish between subclones in AML 
samples

• It is possible to construct phylogenetic trees based on the clonality of 
samples

• scMRD of diagnostic samples aids in identification of the dominant clone 
incl. genotype and immunophenotype

• A scMRD method can possibly aid in identification of suitable MRD-markers 
for AML-MR patients?
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